Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.005 Å; R factor = 0.059; wR factor = 0.185; data-to-parameter ratio = 14.1.
Related literature
For general background to the use of azo compounds as dyes, pigments and advanced materials, see: Lee et al. (2004) ; Oueslati et al. (2004) . Many azo compounds have been synthesized by diazotization and diazo-coupling reactions; for information, see: Wang et al. (2003) . For a related structure, see: Elmali et al. (2001) . Refinement R[F 2 > 2(F 2 )] = 0.059 wR(F 2 ) = 0.185 S = 1.01 2418 reflections 171 parameters H-atom parameters constrained Á max = 0.31 e Å À3 Á min = À0.28 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Data collection: KappaCCD Reference Manual (Nonius, 1998); cell refinement: DENZO and SCALEPACK (Otwinowski & Minor, 1997) ; data reduction: DENZO and SCALEPACK; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 2012); software used to prepare material for publication: SHELXL97.
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Figure 1
The molecular structure.
(E)-1-(3-Chlorophenyl)-2-(2-oxidonaphthalen-1-yl)diazen-1-ium
Crystal data 
Data collection
Nonius KappaCCD diffractometer Radiation source: fine-focus sealed tube Horizonally mounted graphite crystal monochromator Detector resolution: 9 pixels mm -1 CCD rotation images, thick slices scans 4488 measured reflections 2418 independent reflections 1289 reflections with I > 2σ(I) Hydrogen site location: inferred from neighbouring sites H-atom parameters constrained
where P = (F o 2 + 2F c 2 )/3 (Δ/σ) max < 0.001 Δρ max = 0.31 e Å −3 Δρ min = −0.28 e Å −3 Special details Geometry. Bond distances, angles etc. have been calculated using the rounded fractional coordinates. All su's are estimated from the variances of the (full) variance-covariance matrix. The cell e.s.d.'s are taken into account in the estimation of distances, angles and torsion angles Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) N2-N1-C1 118.7 (3) C7-C12-C11 118.9 (3) N1-N2-C7 118.8 (3) C7-C12-C13 123.5 (3) C1-N1-H1 121.00 C12-C13-C14 120.9 (3) N2-N1-H1 120.00 C13-C14-C15 120.9 (4) N1-C1-C6 117.8 (3) C14-C15-C16 120.2 (3) C2-C1-C6 120.2 (3) C11-C16-C15 120.9 (3) 
